Matrix metalloproteinases (MMPs) represent a diverse family of enzymes that historically were identified by their ability to proteolytically cleave proteins within the extracellular matrix. With further investigation, additional substrates for these enzymes have been identified and the number of proteins within the family has expanded to over 20 different species. Along with the identification of the MMPs, research has identified a small family of unique protease inhibitors, the tissue inhibitors of metalloproteinases (TIMPs), which are able to regulate the activity of these proteases.
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The interest in the MMPs and TIMPs has undergone explosive growth during the past two decades as the involvement of these enzymes in such diseases as rheumatoid arthritis, cancer metastasis, and chronic dermal ulcers has been realized. Consequently, numerous research groups are in need of an authoritative handbook of methodologies to examine these proteins in various tissues and disease states. The current Protocols text represents just such a handbook and is another in a series of methodology books published by Humana Press in the area of molecular biology. As with other volumes in the series, it is written by many of the leading investigators in the field who have provided a wealth of practical methods that run the gamut from transcriptional regulation to zymography.
The volume is divided into four parts that cover an overview of the MMPs, expression and purification of the proteins, detection of MMPs at the protein and mRNA level in different types of samples, and finally measurement of MMP activity in a variety of tissues. In this way, the reader is able to understand all facets of the complex regulation of these proteases and their inhibitors. Part I of this volume includes an in-depth review of the protein structure of MMPs and TIMPs and specific domains and exosites. Dr. Woessner, a pioneer in this field, presents a succinct overview of the topic and other chapters examine gene regulation, cloning, and transgenic and genetargeted mice for use as models for gain-of-function and loss-offunction. Overall, a thorough introduction to the field of MMPs and TIMPs.
Part II begins the methodological portion of the text with chapters devoted to the expression of MMPs in mammalian and yeast cells, in a baculoviral system, and in Escherichia coli. Expression of both soluble and membrane-type MMPs are discussed and complete protocols included. Several chapters are also devoted to TIMP expression and refolding, a particularly challenging problem due to its six-disulfide bonds. This part of the text is completed by a chapter listing purification schemes for eight MMPs and TIMP-1 and -2 from natural sources, an excellent resource for those with a requirement to examine purified, naturally produced enzyme species.
Due to the regulation of these proteases by pre-and posttranslational mechanisms, it is essential for most studies to determine levels of MMP mRNA, protein, and enzymatic activity. This enables one to ascertain if, for example, a decrease in activity is due to a lack of protease protein, activation of the protein, or presence of inhibitors. Parts III and IV provide numerous techniques for determining the level of the MMP mRNA, protein, and enzyme activity. Specifically, Part III protocols include methods to assay for MMP mRNA transcripts by PCR and in situ hybridization and protein by enzyme immunoassay and immunohistochemistry. Part IV presents methods to assess MMP activity in tissues and samples. The widely used zymographic approach is presented but other approaches including the detection of collagen and proteoglycan degradation products are also included.
Overall, this volume presents a nicely edited and thorough treatment of MMP and TIMP protocols. It will be of most use for investigators just entering the field and I would consider it an invaluable resource. Even for the more experienced MMP researcher, the text presents a cohesive compilation of methods that could be added to their experimental armamentarium. DNA Arrays is one of a series of books produced as part of the Methods in Molecular Biology series. It is designed to try to provide an overview of the DNA array field including a series of methods and protocols. The book is composed of 17 chapters, each contributed by different authors. Coverage ranges from an excellent historical background and introduction through ethical issues in the use of such arrays, and to the business aspects of microchips. The basics of a variety of different array design and construction methodologies are well written and interesting. The actual methods and protocols, however, were not particularly easy to follow. One of the more interesting chapters covered the analysis of DNA array data; this is one area that could have been expanded and would have greatly increased the impact of the book. This collection appears to be slanted toward commercial rather than academic aspects of DNA arrays. Overall, I believe that the volume provides an excellent introduction to DNA arrays and expect that it will be useful to a wide audience. 
